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Rare

Rare

<= 3.1 mg/g1.9

1.4-36.8 U/g58.0

0.8-20.1 umol/g6.3

<= 15.0 mg/g2.5

<= 3.2 mg/g2.0

<= 16.6 mg/g6.4

23.8-165.4 umol/g100.8

14

Bacteriology
Beneficial Bacteria

Additional Bacteria

Mycology

Lactobacillus species 4+N
Escherichia coli *NG I
Bifidobacterium *NG I

gamma haemolytic Streptococcus 3+N
alpha haemolytic Streptococcus 3+N

Citrobacter freundii 4+P
Klebsiella pneumoniae 3+P

Enterobacter cloacae 3+ I

*NG N

2.4-39.4 umol/g20.4

937-4,500 U/g835

6.0-7.2 6.6

46-72 %62

12-34 %17

10-32 %20

Negative

Negative

Negative

Brown
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This test has been developed and its performance characteristics determined by GSDL, Inc. It has not been cleared 
or approved by the U.S. Food and Drug Administration.

Commentary is provided to the practitioner for educational purposes, and should not be interpreted as diagnostic or 
treatment recommendations. Diagnosis and treatment decisions are the responsibility of the practitioner.

The Reference Range  is a statistical interval based upon those values between the 2.5th percentile and the 97.5th 
percentile of the reference population.

The Functional Physiological Range (FPR),  represented by the dotted box within the reference range, depicts an 
optimal target interval. Values within the reference range but outside the FPR are not necessarily abnormal. Rather 
the FPR has been established by the Department of Medical Science, based upon current medical literature, 
scientific analysis of reference range study data points and clinical experience. (See example of FPR below)

 
note: ref range is marked by the red color transition on histogram

DIGESTION     Triglycerides constitute the major component of dietary fat and are normally broken down by 
pancreatic lipase into glycerol and free fatty acids. Triglycerides are within the reference range, indicating adequate 
fat digestion or a lack of dietary fat.  
     Chymotrypsin is a key pancreatic enzyme catalyzing protein digestion. Thus, the fecal level is a measure of 
proteolytic activity and a marker for pancreatic enzyme output as a whole. Since levels are also influenced by transit 
time, an elevated level usually suggests rapid transit.  
     Valerate and iso-butyrate are "putrefactive" short chain fatty acids, produced when anaerobic bacteria ferment 
undigested protein. Levels within the reference range suggest adequate protein digestion.  
     Elevated amounts of meat and/or vegetable fibers were seen in the stool. High concentrations of these fibers are 
normally absent from the feces. Increased amounts are indirect indicators of maldigestion due to hydrochloric 
acid/pepsin insufficiency, pancreatic enzyme insufficiency, or inadequate mastication of food.  
ABSORPTION     Long chain fatty acids (LCFAs) are within the reference range, suggesting adequate absorption of 
fats by the mucosa of the small intestine or a lack of dietary fat.  
     Cholesterol is within the reference range, suggesting adequate absorption of cholesterol by the small intestine or 
low dietary intake.
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     Total fecal fats are within the reference range. The total fecal fat is calculated as the sum of fecal triglycerides, 
cholesterol and long chain fatty acids.  
     Total short chain fatty acids (SCFAs) are the end products of anaerobic microbial fermentation of dietary fiber. 
Levels thus reflect the concentration of intestinal flora as well as soluble fiber in the diet. These beneficial SCFAs are 
crucial to the health of the intestine, serving as sources of fuel for the cells and the rest of the body. They also help to 
regulate the fluid balance in the colon.  
METABOLIC     n-Butyrate is the most important of the beneficial SCFAs, and is the primary energy source for colonic 
epithelial cells. Adequate amounts are necessary for the healthy metabolism of the colonic mucosa, and have been 
shown to have protective effects against colorectal cancers.  
     Beta-glucuronidase is measured to be low in the stool. Lower amounts of fecal beta-glucuronidase have been 
noted in vegetarians on high fiber diets, as well as in individuals taking broad-spectrum antibiotics. While a lower 
level of beta-glucuronidase in the intestine reflects a reduced risk of intestinal inflammation and colon cancer, some 
amount of this enzyme appears necessary for enterohepatic recirculation of some compounds, particularly estrogen. 
Low levels of beta-glucuronidase may thus indicate a higher risk of estrogen-deficiency conditions such as 
osteoporosis. 
     Fecal pH is within the reference range. The pH of the stool is a reflection of several factors in the GI tract, such as 
gastric acid, pancreatic bicarbonate, short chain fatty acids, ammonia, bile, organic acids, and acids produced by 
beneficial flora. Proper levels enhance colonization by beneficial flora, deter possible pathogens, promote normal 
digestive processes, and promote SCFA production.  
     The SCFA Distribution reflects the relative proportions of the beneficial SCFAs (n-butyrate, propionate, and 
acetate), thus providing an indirect measure of balance among the anaerobic organisms in the colon.  
MICROBIOLOGY      Sufficient amounts of Lactobacilli appear to be present in the stool. However, Bifidobacteria and 
E. coli were found in lower than optimal levels. E. coli have been noted at less than ample amounts in dysbiosis, and 
often rebound when intestinal imbalances are corrected. The "friendly bacteria", Lactobacilli and Bifidobacteria, are 
important for gastrointestinal function, as they are involved in vitamin synthesis, natural antibiotic production, 
immune defense, digestion, detoxification of pro-carcinogens and a host of other activities. Reestablishing healthy 
levels of Bifidobacteria may be desirable. Supplementation with Lactobacilli might be considered in selected cases 
where the organisms are in the low range of normal.  
     If imbalanced flora is present, it is best interpreted in the context of other CDSA markers. Imbalanced bacterial 
flora is a common finding. It can occur as a result of a parasite or bacterial infection, yeast overgrowth, or poor 
nutrition and maldigestion. The effects of imbalanced bacterial flora can be profound, and can lead to dermatologic, 
rheumatologic, and other systemic complaints, as well as GI disturbances.  
     Citrobacter freundii has been implicated in diarrheal disease and possesses an antigen similar to some strains of 
Salmonella, which may cause cross-reactive immune reactions. The production of an E. coli-like heat stable toxin by 
a certain strain of C. freundii is well-established. Citrobacter may also be able to invade the intestinal mucosa and 
cause irritation. Considered a possible pathogen in any amount.  
     Klebsiella (related to Enterobacter) infections are often acquired in hospitals, mainly in patients with diminished 
host resistance. Klebsiella is generally very resistant to antibiotics. In other sites or systemically, it can cause cystitis, 
pneumonia, prostatitis and bacteremia. In the intestine, it is commonly asymptomatic, though it may cause diarrhea. 
Recent research links an intestinal Klebsiella infection with several autoimmune diseases including Ankylosing 
Spondylitis. Considered a possible pathogen in the amount of 3-4+.  
IMMUNOLOGY      There is no detection of fecal lactoferrin. This indicates no active intestinal inflammation. 
However, non-inflammatory diarrhea caused by irritable bowel syndrome, small intestinal viral infections,
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non-invasive parasitic infections, or other etiologies may still be present even in the absence of lactoferrin.  
ADDITIONAL TESTS      These tests were not ordered with this panel.  
DYSBIOSIS RISK INDEX      The Dysbiosis Risk Index is moderately elevated, suggesting moderate alteration in 
bacterial gut ecology. The Dysbiosis Risk Index is a calculated score, based on an overall assessment of the 
Digestion, Absorption and Metabolic Markers as well as gut microbiology. It does not reflect parasitic infections which 
may also influence bacterial balance.
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